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(a) When cAMP is present, it binds to CAP.The cAMP-CAP complex binds to
DNA at the CAP site and increases binding of RNA polymerase to promoter.
Transcription occurs frequently.
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(b) When cAMP is absent, CAP does not bind to DNA. RNA polymerase does
not bind the promoter efficiently, and transcription occurs rarely.
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related to the concentration of glucose.
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Figure 17-9b Biological Science, 2/e
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THE ELEMEMTS OF TRAMSCRIPTIOMAL COMTROL: A MODEL
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